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SEQ ID NO 37 MASSGRMSTVITSNNSBKKGG-SSHIJCPJU>HTKPPPTLGDLKPJ*IPPHCPERSFW 96 

SEQ~ID~N(T39 MASSGRMSTVITSNNSEKKGG-SSHLKRAPHTKPPFTLGDIJCRAIP 96 

SBQ_ID_NO_13 MGGGGRMSTVITSNNSEKKGG-SSHLKJLAPHTKPPPTLGDLKPJ^IPPHCFBRSF^SPSYVAYDVCLSFLFYSIATNF 9 6 

SEQ_ID_NO_34 MGGGGRMSTVITSNNSE SSHLKRAPHTKPPFTLGDIJCRAIPPHCFBRSFVRSFSYVAYDVCLSPLPYSIATNFFPYISSPLS- 92 

SEQ_ID_NO_19 MGAGGRMPVPTSSKKSE TT>TTKRVPCEKPPFSVGDIJtKAIPPHCPERSFVRSPSYVAyDVC^SPLFYSIATNPFPYISSPLS-YVAWL\nn«»LF 92 

SEQ_ID_NO_127 MGAGGRTDVPPANRKSE VDPLKRVPPEKPQFSLSQIKKAIPPHCFQRSVLRSPSYWYDLTIAFCLYYVATHYPHLLPGPLS-FRGMAIYWAV 92 

SEQ_ID_NO_128 MGAGGRMSDPTTKDEQK KNPLQRVPYAKPPFTIA3DIKKAIPPHCFERSVSRSFSYVVYDLVIVFLLYYIATSYFHLLPSPYC- YLAWPIYWAV 92 

SEQ_ID_NO_17 MGAGGRIMVTPSSKKSE TEALKJIGPCEKPPPTVKDLKKAIPQHCFQRSIPRSFSYLLTDITLVSCFYYVATNYPSLLPQPLSTYliAWPLYWVC 93 

SEQ_ID_NO_35 MGAGGRIMVTPSSKKSE TEALKRGPCEKPPFTVKDLKKAIPQHCFQRSIPRSFSYLLTDITLVSCFYYVATNYFSLLPQPLS- YIAWPLYWVC 92 

SEQ_ID_NO_40 MASSGRIMVTPSSKKSE TEALICRGPCEKPPFTVKDIJCKAIPQHCFQRSIPRSPSYLLTDITLVSCFYYVATNYFSLLPQPLSTYLAWPL 93 

SEQ_ID_NO_14 MGAGGRIMVTPSSKKSE -TEALKRGPCEKPPFTVKDLKKAIPQHCFQRSIPRSFSYLLTDITLVSCFYYVATNYFSLLPQPLSTYLAWPLYWVC 93 

SEQID_NO_20 MGAGGRMPVPTSSKKSE TDTTKRVPCEKPPFSVGDLKKAIPQHCFQRSIPRSFSYLLTDITLVSCFYYVATNYFSLLPQPLSTYLAWPLYWVC 93 

SEQ_ID_NO_23 MGAGGRMPVPTSSKKSE TDTTKRVPCBKPPFSVGDLKKAIPQHCFQRSIPRSFSYLLTDITLVSCFYYVATNYFSLLPQPLSTYLAWPLYWVC 93 

SEQ_ID_NO_15 MGAGGRIMVTPSSKKSK PEALRRGPGBKPPFTVQDLRKAIPRHCPKRSIPRSFSYLLTDIIIJISCFYYVATNYFSLLPQPLSTYFAWPLYWVC 93 

SEQIDN021 MGAGGRMPVPTSSKKSE TDTTKRVPCEKPPFSVGDLRICAIPRHCFKRSIPRSFSYLLTDIILASCFYYVATNYFSLLPQPLSTYFAWPLYWVC 93 

SEQID_NO_16 MGAGGRIMVTPSSKKSK PQALRRGPCEKPPFTVKDUCKAIPPHCFKRSIPRSFSYLLTDFIIASCFYYVATNYFSLLPQPVSNYLAWPLYWIC 93 

SEQ_ID_NO_22 MGAGGRMPVPTSSKKSE TDTTKRVPCEKPPFSVGDLKKAIPPHCFKRSIPRSFSYLLTDFILASCFYYVATNYFSLLPQPVSNYLAWPLYWIC 93 

SEQ_ID_NO_125 MGAGGRMPVPTSSKKSE - - - - -TDTTKRVPCBKPPFSVGDLKKAIPPHCFKRSIPRSFSYLISDIIIASCFYYVATNYFSLLPQPLS- YLAWPLYWAC 92 

SEQ_ID_NO_126 MGAGGRMQVSPPSKKSE TDTIK^VPCETPPFTVGEI^KAIPPHCFKRSIPRSFSYLIWDIIIASCFYYVATTYFPLLPHPLS-YFAWPLYWAC 92 

SEQ_ID_NO_18 MGAHG HGRTSK KSVMERVSVDPVPFSLSDLKQAIPPHCFQRSVIRSSYYWHDLIIAYIFYFLADKYIPILPAPLA- YLAWPLYWFC 86 

SBQ_ID_NO_41 MASSG HSRTSK KSVMBRVSTOPVPFSLSDLKQAIPPHCFQRSVIRSSYYVVHDLIIAYIFYFLADKYIPILPAPLA- YLAWPLYWFC 86 

SEQ_ID_NO_24 MGAGGRMPVPTSSKKSE TDTTKRVPCBKPPFSVGDLK1»IPPHCFQRSVIRSSYYVVHDLIIAYIFYFI*ADKYIPII.PAPLA- YLAWPLYWFC 92 

SEQ_ID_NO_3B MASSGR MSDLSDG KNLLKRVPVDP-PFTLSDIKKAIPPHCFKRSVIRSSYYVVHDLIVSYWFFIATTYITVLPAPLA-YIAWPVYWFC 87 

SEQ_ID_NO_42 MASSGR MSDLSDG KNLLKRVFVDP-PFTLSDIKKAIPPHCFKRSVIRSSYYVVOT 87 

SEQ_ID_NO_36 MGAGGR MSDLSDG KNLLKRVPVDP-PPTLSDIKKAIPPHCFKRSVIRSSYYVVHDLIVSYVFFFLATTYITVLPAPLA-YIAWPVYWFC 87 
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SEQ_ID_NO_37 QGCILTGLWVIGHECGHHAFSEYQLADDIVGLIVHSALLVPYFSWKYSHRF^SNIGSLBRDEVFVPKSKSKISW 194 

SEQ_ID_NO_3 9 QGCILTGLWVIGHECGHHAFSEYQLADDIVGLIVHSALLVPYFSWKYSHRRHHSNIGSLERDEVFVPKSK^ 194 

SEQ_ID_NO_13 QGCILTGLWVIGHECGHHAFSEYQLADDIVGLIVHSALLVPYFSWKYSHRRHHSNIGSLERDEVFVPKSKSKISWYSK^ 194 

SEQ_ID_NO_34 QGCILTGLWVIGHECGHHAFSEYQLADDIVGLIVHSALLVPYFSWKYSHRRHHSNIGSLERDEVFVPKSKSKISWYSKYLN^ 190 

SEQ_ID_NO_19 QGCILTGLWVIGHECGHHAFSEYQLADDIVGLIVHSALLVPYFSWKYSHRRHHSNIGSLERDEVFVPKSKSKISWYSKYLN^ 190 

SEQ_IDN0_127 QGCILTGVWVIAHECGHHAFSDYQLLDDIVGLILHSALLVPYFSWKYSHRRHHSNTGSLERDBVFVPKQKSCIKW^ 190 

SEQ_ID_NO_128 QGCVCTGIWVIAHECGHHAFSDYQWLDDTVGLILHSALLVPYFSWKYSHRRHHSNTGSLERDEVFVPKPKSRVSWYSKYI«NNPLGRVITLVVTLTLGW 190 

SEQ_ID_NO_17 QGCVLTGIWVLGHBCGHHAFSDYQWLDDTVGFI FHS LLLVPYFSWKYSHPJUIHSNNGSLEKD EVFVP PKK^ 191 

SEQ_ID_NO_3 5 QGCVLTGIWVLGHECGHHAFSDYQWLDDTVGFI FHS LLL VP Y FSWKYSHRRHH SNNGS LEKD EVFVP PKKAAVKWYVKYLNNPLGRI LVLTVRF I LGW 190 

SEQ_ID_NO_40 QGCVLTGIWVLGHECGHHAFSDYQWLDDTVGFIFHSLLLVPYFSWKYSHPJtHHSNNGSLBKD^ 191 

SEQ_ID_NO_14 QGCVLTGIWV IGHBCGHHAF SDYQWVDDTVGF I FHS FLLVP Y FSWKYSHRRHH SNNGS LEKD EVFVP PKKAAVKWYVKYLNNPLGRI LVLTVQF I LGW 191 

SEQ_ID__NO_20 QGCVLTGIWVIGHJSCGHHAFSDYQWVDDTVGFI FHS FLLVPYFSWKYSHRRHHSNNGSLEKD EVFVP 191 

SEQ_ID_NO_2 3 QGCVLTGIWVLGHBCGHHAFSDYQWLDDTVGFIFHSLLLVPYFSWKYSHRRHHSNNGSLEKDEVF^ 191 

SEQ_ID_NO_15 QGCVLTGVWVLGHBCGHQAF SDYQWVDDTVGF I IHTFLL I PYFSWKY8HRRHHANNGSLERDE^ 191 

SBQ_ID_NO_21 QGCVLTG\WVLGHECGHQAFSDYQWVDDTVGPIIHTFLLIPYFSWKYSHRRHHANNGSL 191 

SBQ_ID_NO_16 QGCVLTGVWVLGHJSCGHHAFSDYQWVDDTVGFIIHSFLLVPYFSWKYSHRRHHSNNGSLEK^ 191 

SBQ_IDNO_22 QGCVLTGVWVLGHECGHHA F SDYQWVDDTVGF I IHS FLLVP YFSWKYS HRRHHSNNGS LBKD EVFVP PKKAAVKWYVKYLNNPLGRTVVL I VQFVLGW 191 

SEQ_ID_NO_125 QGCVLTGIWVIAHECGHHAFSDYQWLDDTVGLIFHSFLLVPYFSWKYSHRRHHSNTGSLERDEVFVPKQKSAIKWYGKYLNNPLGRIMMLTVQFVLGW 190 

SEQ_ID_N0_126 QGCVLTGVWVIAHECGHHAFSDYQWLDDTVGLI FHS FLLVP YFSWKYSHRRHHSNTGSLBRDEVFVPKKKSDIKWYGKYLNNPLGRTVMLTVQFTLGW 190 

SEQ_ID_NO_18 QASILTGLWILGHECGHHAFSEYQWVDDTVGFMVHSPLLTPYFSWKYSHRNHHANTSSIDNDEVYIPKSKSKLALTYKLLNNPPGRLLVMVIMFTLGF 184 

SEQ_ID_NO_41 QASILTGLWILGHECGHHAFSEHQWVDDTVGFMVHSFLLTPYFSWKYSHPJIHHANTSSIDNDEVYIPKSK^ 184 

SEQ_ID_NO_24 QASILTGLWILGHECGHHAFSEYQWVDDTVGFMVHSFLLTPYFSWKYSHRNHHANTSSIDNDEVYIPKSKSKLALTYKLLNNPPGRLLVMVIMpTLGF 190 

SEQ_ID_NO_38 QASILTGLWVIGHECGHRAFSEYQWIDDTVGFILHSALLTPYFSWKYSHRNHHANTNSLDNDEVYIPK^^ 185 

SEQ_ID_NO_42 QAS I LTG LWVI GHECGHKAF SE YQW I DDTVGF I LHS ALLTP Y FSWKYS HRNHHANTNS LDND EVY I PKRKSKVKI YS KI LNNPP GRVFTLVF RLTLGF 185 

SEQ_ID_NO_36 QASILTGLWVIGHECGHHAFSEYQWIDDTVGFILHSALLTPYFSWKYSHRNHHANTNSLDNDEVYIPKRKSKVKIYSKILNNPPGRVFTLVF 18S 
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SEQ_ID_NO_37 PLYLAPNVSGRPYDR - FACHYDPYGPIPSERERLQIYIADLGIFATTFVLYQATMAKGIJVWVMRIYGVPLLIVNCFLVMITYLQHTHPAIPRYGSSBW 291 

SEQ_ID_NO_39 PLYIAFNVSGRPYDR-FACTYDPYGPIFSERERLQIYIADIX3IFATTFVLYQATMAKGLAWVMRIYGVPLLIVNCFLVMITY^ 2 91 

SEQ_ID_NO_13 PLYLAPNVSGRPYDR- FACHYDPYGPIFSBRERLQIYIADLGIFATTFVLYQATMAKGLAWVMRIYGVPLLIVNCFLVMITYLQHTHPAIPRYGSSEW 291 

SEQ_ID_NO_34 PLYLAPNVSGRPYDR -FACHYDPYOF I FSERBRLQIYIADrX3IFATTFVLYQATMAKGLAWVMRIYGVPLLIVNCFLyMITYLQHTHPAIPRYGSSBW 287 

SEQ_ID_NO_19 PLYI*AFNVSGRPYDR-FACHYDPYGPIFSERBRLQIYIADLGIFATTFVLYQATMAKGLAWVMRIYGVPLLIVNCFLVMITYLQHTHPAIPRYGSSEW 287 

SEQ_ID_NO_127 PLYLALNVSGRP YDR - FACHYD P YGP I YSDRBRLQ I YI S DAGVIAVVYGLFRLAMAKGLAWVVCVYGVP LLWNGFLVL ITFLQHTHPAL P HYTS SEW 287 

SEQ_ID_NO_128 PLYLLFNVSGRPYNR-PACTJFDPYGPIYNDRBRLQIFISDAGIIAAVCNTLYRVALVKGLAWLVCVYGV^ 287 

SEQ_ID_NO_17 PLYLAFNVSGRPYDG - FASHFFP HAP I FKDRERLQ I YI SDAG I LAVCYGL YRY AASQGLTAMICVYGVP LLI VNFFL VLVTFLQHTHP S LP HYDS TEW 288 

SEQ_ID_NO_35 PLYLAFNVSGRPYDG- FASHFFPHAPIFKDRBRLQIYISDAGIIAVCYGLYRYAASQGLTAMICVYGVPLLIVNFFLVLVTFLQHTHPSLPHYDSTBW 287 

SBQ_ID_NO_40 PLYLAFNVSGRPYDG- FASHFFPHAPIFKDRERLQIYISDAGILAVCTGLYRYAASQ^LTAMICVYGVPLLIVNFPLVLVTFLQHTHPSLPHYDSTBW 288 

SEQ_ID_NO_14 PLYLPFNVSGRPYDG-FASHFFPHAPIFKDRERLQIYISDAGIIJVVCYGLYRYAASQGLTAMICVYGVPLLIVNFPLVLVTFLQHTHPSLPHYDSTEW 288 

SEQID_NO_20 PL YLPFNVSGRPYDG- FASHFFP HAP I FKDRERLQ I YISDAGILAVCYGLYRY AASQGLTAMICVYGVP LLI VNFFLVLVTFLQHTHPSLPHYDS TEW 288 

SEQ_ID_NO_23 PLYLAFNVSGRPYDG- FASHFFPHAPIFKI5RERLQIYISDAGIIAVCYaLYRYAASQGLTAMICVYGVPLLIVNFFLVLVTFLQHTHPSLPHYDSTEW 288 

SEQ_ID_NO_15 PLYIAFNVSGRSYDG-FASHFFPHAPIFKDRERLHIYITDAGILAVCYGLYRYAATKGLTAMICVYGVPPLVVNFFLVLVTFLQHTHPSLPHTO 288 

SEQ_ID NO_21 PLYLAFNVSGRSYDG-FASHFFPHAPIFKDRERIJIIYITDAGIIiAVCYGLYRYAATKGLTAMICVYGVPPLVVNFFLVLVTFLQHTHPSLPHYDSra 288 

SEQ_ID~NO_16 PLYLAFNVSGRPYDG- FASHFFPHAPIFRDRERLHIYITDAGILAVCYGLYRYAASKGLTAMICVYGVPLLIVNFFLVLVTFLQHTHPSLPHYDSTEW 288 

SEQ__ID~NO_22 PLYIAFNVSGRPYDG-FASHFFPHAPIFRDRERLHIYITDAGILAVCYGLYRYAASKGLTAMICVYGVPLLIVNFFLVLVTFLQHTHPSLPHYDSTEW 288 

SEQ_ID_NO_12 5 PLYLAFNVSGRPYDG- FACHFFPNAPIYNDRBRLQIYLSDAGILAVCFGLYRYAAAQGMASMICLYGVPLLIVNAFLVLITYLQHTHPSLPHYDSSEW 2 87 

SEQ_ID NO_126 PLYLAFIJVSGRPYDGGFACHFHPNAPIYNDRERLQIYISDAGILAVCYGLPRYAAAQGVASMVCFYGVPLLIVNGLLV^ 288 

SEQ_ID_NO_18 PLYLLTNISGKKYDR- FANHFDPMSPIFKBRERFQVLLSDLGLLAVFYGIKVAVAKKGAAWVACMYGVPMLGVFTLFDI ITYLHHTHQSSPHYDSTEW 281 

SEQ_ID_NO_4 1 PLYLLTNISGKKYDR- FANHFDPMSPIFKERBRFQVLLSDLGLLAVFYGIKVAVAKKGAAWVACMYGVPMLGVFTLFDI ITYLHHTHQSSPHYDSTEW 281 

SEQ_ID_NO_24 PLYLLTNISGKKYDR- FANHFDPMSPIFKBRBRFQVLLSDLGLIJ^VFYGIKVAVAKKGAAWVACWYGVPMLGVFTLFD 287 

SBQ_ID_NO_3 8 PLYLLTNISGKKYQR- FANHFDPLSPIFTERERIQVLVSDLGLLAVIYAIKLLVAAKGAVWVTCIYGVPVLGVSVFFVLIT^LHHTHLSLPHYDSTEW 282 

SEQ_ID_NO_42 PLYLLTNISGKKYQR- FANHFDPLSPIFTERBRIQVLVSDL<5LIJVVIYAIKLLVAAKGAVWVTCIYGVPVLGVSVFFVLITYLHHTHLSLPHYDSTEW 282 

SEQ_ID_NO_3 6 PLYLLTNISGKKYQR- FANHFDPLSPIPTERBRIQVLVSDLGLLAVIYAIKLLVAAKGAVWVTCIYGVPVLGVSVFFVLITYLHHTHLSLPHYDSTEW 2 82 
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SEQ_ID_NO_3 7 DWLRGAMVTVDRDYGVLNKVPHNIADTHVAHHLFA 387 

SEQ_IDJJO_39 DWLRGAMVTVDRDYGVLNKVFHNIADTHVAHHLPATVTHYHAMEATKAIKPIMGEYYRYDG 387 

SEQ_ID_NO_13 DWLRGAMVTVDRDYGVLNKVPHNIADTHVAHHLPATVPHYHAMEATKA 387 

SEQ_ID_NO_34 DWLRGAKTTVDRDYGVLNKVFHNIADTHVAHHLPATVPHYHAMEATK^ 383 

SEQ_ID_NO_19 DWLRGAMVTVDRDYGVLNKVPHNIADTHVAHHLPATVTHYHAMKATKAIKPIMGE 383 

SEQ_ID_NO_127 DWLRGALATVDRDYGILNKVFHNITDTHVAHHLFSTMPHYHAMEATKAIKPILGEYY 383 

SEQ_ID_NO_128 DWLRGAIJmroRDYGVLNKVFHNITDTK^ 383 

SEQ_ID_NO_17 EWIRGALVTVDPJ5YGILNKVFHNITDTHVAHHLPATIPEYNAMFJITEAIKPILGDY^ 384 

SBQ IDN035 KWIRGALVTVDRDYGILNKVFHNITDTHVAHHLPATIPHYNAMK 383 

SEQ_ID_NO_40 EWIRGALVTVDRBYGILNKVFHNITDTHVAHHLFATIPHYN^ 384 

SEQ_ID_NO_14 EWIRGALVTVDPJ)YGIIJOCVFHNITDTBVAB^PATIPHTNAMEATEAIKPILGDYYH 3 84 

SEQIDNO20 EWIRGALVTVDRDYGILNKVFHNITDTHVAHHLPATIPHYNAMEATEAIKPILGDYYHPI)CT 384 

SEQ_ID_NO_2 3 EWIRGALVTVDRDYGILNKVFHNITDTHVAHHLFATIPK^^ 3 84 

SEQ_ID_NO_l 5 DWIRGAMVTVDPJJYGILNKVPHNITDTHVAHHLPATIPHYNAMEATEAIKPII^ 383 

SEQ_ID_NO_2 1 DWIRGAHVTVDRDYGILNKVFHNITDTHVAHHLPATIPHYWAMEATEAIKPIIiGDYYHro 383 
SEQ_ID_NO_16 EWI RGAL VTVDRD YG I LNKVFHN I TD THVAHH I F AT I PHYNAMRATBA IKP I LGDYYHPI)GTPWWAMYREAKiJ CL YVEQDTERGKKGVYYYNNKL 384 

SEQ_ID_NO_22 EVflRGALVTVDPJJYGILNKVFK^ITDTHVAHHIFATIPHYNAMEATEAIKPILGDYYH 384 
SEQ_ID_NO_12 5 DWL RGALATVDRD YG I LNKVFHN I TDTHVAHHL F STMP HYNAMEATKA I KP I LGDYYQF13GTPWYVAMYREAKEC I YVEPDREGDKKGVYWYNNKL 383 

SEQ_ID_NO_126 DWLRGAIATV15PJ)YGILNKVFHNITDTHVAHHLPSTMPHYHAMEATKA 384 
SEQ_ID_NO_l 8 NWI RGALSAIDRDFGF^SVFHDVTHTHVMHHMFSYIPKTHAKEARDAINTI IGDYYMIDRTP ILKALWREAKECMYIEPD - -SKRKGVYWYHKL - 374 

SEQ_ID_N0_41 NWIRGALSAIDRDFGF^SVFHDVTHTffVMffiOT 374 

SEQ_ID_NO_24 NWIRGALSAIDPJ)FGF11NSVFB2>VTHTHVMHHMFSYIPHTHAK^ - SKRKGVYWYHKL - 380 

SEQ_ID_NO_38 NWIRGALSTIDRDPGFLNRVFHDVTHTBTLHHLISYIPKTHAKEARDAIKPVL^ 377 

SEQ_ID_NO_42 NWIRGALSTIDPJ)PGFLNRVFBI>VTHTHVLHHLISYIPHYH^ 377 

SEQ ID NO 36 NWIRGALSTIDRDFGFLNRVFHDVTHTHVLHHLISYIPHYHAKEARDAIKPVIA^ 377 
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